. Construction of GFP-tagged SIX3(a) and Flag-tagged SIX3(b) over expression plasmid, and Confirmation with anti-GFP, anti-Flag antibody by western blotting. SIX3 CDS (Coding Sequence) was constructed at the C terminal of GFP or Flag. Figure S2 . Correlation analysis of mRNA expression between SIX3 and AURKA(Left) , SIX and AURKB(Right) in 18 astrocytoma samples. The mRNA expression levels were detected with RT-qPCR, and normalized with GAPDH. Figure S3 . Western blotting analysis of expression of SIX3, AURKA and AURKB in normal astrocytes HEB and GBM cells U251, U118 and U87. Figure S4 . U251 ,U118 and U87 cells were transfected with two independent siRNAs. RT-qPCR analysis of mRNA expression of SIX3 (a), AURKA (b) and AURKB (c) (normalized with GAPDH). Knockdown of SIX3 the increased expression of AURKA and AURKB.
(*,P<0.05;**,P<0.01;***,P<0.001) Figure S5 . U251 and U87 cells were transfected with pEGFP-C1-SIX3. RT-qPCR analysis showed that SIX3 did not affect the mRNA expression of p53 in both U251 and U87.
(*,P<0.05;**,P<0.01;***,P<0.001) Figure S6 . U251 cells were tranfected with siRNAs targeting AURKA or AURKB. RTqPCR analysis showed that AURKA-knockdown did not affect the mRNA expression of AURKB, while AURKB-knockdown did not affect the mRNA expression of AURKA as well.
(*,P<0.05;**,P<0.01;***,P<0.001) Figure S7 . p3xFlag-CMV-10-AURKA and pEGFP-N1-AURKB were co-transfected into U251 cells. Co-IP and western blotting analysis showed the interaction between exogenous Flag tagged AURKA and GFP tagged AURKB. 
